Ulanday. Maria-Lea (JCWS) 



From: Johnson, James 

Sent: Tuesday, March 26, 2002 12:24 PM 

To: Utanday, Maria-Lea (JCWS) 

Cc: Kheuangmala, Phimphone (JCWS); Vuong, Hien (JCWS); Marcelli, Doretha 

Subject: RE: Customer discrepancy 



SEQ requirements were met for 09/734,329 and 09/748,463. Customer Service was incorrect in sending appl. to you. 
Should be forwarded to Tech Center. 

Original Message 

Fr m: Ulanday, Maria-Lea (JCWS) 

Sent: Friday, March 15, 2002 3:17 PM 

To; Johnson, James 

Cc: Kheuangmala, Phimphone (JCWS); Vuong, Hien (JCWS); Marcelli, Doretha 

Subject: Customer discrepancy 

James, 

I will leave 4 cases in your desk from customer discrepancy. Serial no.09901066, CS said claims missing, but the 
applicant submit claims together w/ the amendment. Serial no. 09399689, was processed by gov't employee Carol 
Barnes.Serial no. 09734329 and 09748463, these cases both meet the SEQ. requirement Thanks 
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APPENDIX B; CLEAN £OPY OF PENDINp CLA^S 

JS". A DNA segment comprising a protein coding region encoding an Osterix polypeptide, 
wherein said polypeptide comprises a tr ansactivation domain, a zinc finger domain and a proline 
rich domam. 

3^ The DNA segment of claim 1, wherein said transactivatioii domain composes an ammo 
acid sequence from between position 27 and position 270 of SEQ ID N0:2. 

^. The DNA segment of claim 3, wherein said Osterix polypeptide is fiirther defined as 
having the sequence of SEQ ID NO:5. ^ .^^ -.^^ .4^^ 

^ The DNA segment of claim 1, wherein said zinc finger domain comprises an amino acid 
sequence from between position 290 and position 374 of SEQ ID N0:2. 

n. 

n ^. The DNA segment of claim 6, wherein said Osterix polypeptide is fiirther defmed as 
having the sequence of SEQ ID N0:4. "^Cf^ 0^ 

>KJ^ The DNA segment of claim 1 , wherein said proline rich domain comprises an ammo acid 
sequence from between position 27 and position 192 of SEQ ID N0:2. 

The DNA segment of claim 9, wherein said Osterix polypeptide is fiirther defined as 
having the sequence of SEQ ID N0:6."^ l.^-^l'^l^ (yt #7 

A%< The DNA segment of claim 1, wherein said Osterix polypeptide is fiirther defined as 
having the sequence of SEQ ID N0:2. 

/I The DNA segment of claim 5, wherein said zinc finger domain is 77.6% homologous 
with transcription factor Sp-1 
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^4. The DNA segment of claim 5, wherein said zinc finger domain is 69.4% homologous 
with transcription factor Sp-2. (j/HJi^^ 
\^ / 

Ai>, The DNA segment of claim 5, wherein said zinc finger domain is 77.8% homologous 
with transcription factor Sp-3. ft] i 

^6. The DNA segment of claim 5, wherein said zinc finger domain is 77.8% homologous 
with transcription factor Sp-4. 

-4^. The DNA segment of claim 1, encoding an Osterix polypeptide comprising a contiguous 
amino acid sequence fi:om SEQ ID N0:2 

^8. The DNA segment of claim 1, wherein said DNA segment comprises a contiguous 
nucleic acid sequence from SEQ ID N0:1. 

^\ The DNA segment of claim 1, encoding an Osterix protein of 428 amino acids in length. 

5C^. The DNA segment of claim 1, wherein the Osterix coding region is positioned under the 
control of a promoter. 

. The DNA segment of claim 19, wherein said promoter is a recombinant promoter. 

The DNA segment of claim 19, further defined as a recombinant vector. 

^i, A recombinant host cell comprising a DNA segment of claim 1 . 

The recombinant host cell of claim 22, further defined as a prokaryotic host cell. 

The recombinant host cell of claim 23, wherein the prokaryotic host cell is a bacterial 
host cell. 
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The recombinant host cell of claim 24, wherein the bacterial host cell is E. coli. 

jrl. The recombinant host cell of claim 22, further defined as a eukaryotic host cell. 

The recombinant host cell of claim 26, further defined as an osteoblast. 

J^. The recombinant host cell of claim 27, wherein said osteoblast is a BMP2-treated C2C12 
cell. . 

The recombinant host cell of claim 26, further defined as a mesenchymal precursor cell. 

The recombinant host cell of claim 22, wherein the DNA segment is introduced into the 
cell by a recombinant vector comprising a DNA segment encoding an Osterix polypeptide 
positioned under the control of a promoter. 

12- 

A nucleic acid segment characterized as: 

a) a nucleic acid segment comprising a sequence region that consists of 14 

nucleotides that have the same sequence as, or are complementary to, at least 
14 contiguous nucleotides of SEQ ID NO: 1 ; or 

b) a nucleic acid segment of from 14 to 10,000 nucleotides in length that hybridizes 

to the nucleic acid segment of SEQ E) N0:1, or the complement thereof, 
under standard hybridization conditions. 

jSi. The nucleic acid segment of claim 32, wherein the segment composes a sequence region 
of at least 14 contiguous nucleotides from SEQ ID NO: 1 or the complement thereof 




The nucleic acid segment of claim 33, wherein the segment comprises a sequence region 
of at least 17 contiguous nucleotides from SEQ ID N0:1 or the complement thereof 

The nucleic acid segment of claim 34, wherein the segment comprises a sequence region 
^ of at least 20 contiguous nucleotides from SEQ ID N0:1 or the complement thereof 
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The nucleic acid segment of claim 35, wherein the segment comprises a sequence region 
of at least 25 contiguous nucleotides from SEQ ID N0:1 or the complement thereof 

/ 

The nucleic acid segment of claim 36, wherein the segment composes a sequence region 




of at least 30 contiguous nucleotides from SEQ ID N0:1 or the complement thereof 

j^. The nucleic acid segment of claim 37, wherein the segment comprises a sequence region 
of at least 35 contiguous nucleotides from SEQ ID N0:1 or the complement thereof 

y . ■ 

^W. The nucleic acid segment of claim 38, wherem the segment comprises a sequence region 
£_of at le ast 40 conti guousnucleotides from SEQ ED NO:l or the complement thereof 

The nucleic acid segment of claim 32, wherein the se gment hybridize s to the nucleic acid 

segment of SEQ ID NO: 1 or the complement thereof under stringent hybridization copditions. 

^ ^ ^ 

The nucleic acid segment of claim 40, wherein the segment is at least 17 nucleotides in 

length. 

^-2. The nucleic acid segment of claim 41, wherein the segment is at least 20 nucleotides in 
length. 

The nucleic acid segment of claim 42, wherein the segment is at least 25 nucleotides in 

length. 

JK. The nucleic acid segment of claim 43, wherein the segment is at least 30 nucleotides in 
length. 

yS, The nucleic acid segment of claim 44, wherein the segment is at least 35 nucleotides in 
length. 
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The nucleic acid segment of claim 45, wherein the segment is at least 40 nucleotides in 

lengthy 




The nucleic acid segment of claim 32, wherein the segment is up to about 3 kilobasepairs 
Jnjength. ^ 



An expression cassette comprising a polynucleotide encoding a polypeptide having the 
sequence of SEQ ID N0:2, wherein said polynucleotide is under the control of a promoter 
operable in eukaryotic cells. 

J?9. The expression cassette of claim 48, wherein said promoter is heterologous to the codmg 



sequence. 

^ The expression cassette of claim 48, wherein said promoter is a tissue specific promoter. 

The expression cassette of claim 48, wherein said promoter is an inducible promoter. 

^Z. The expression cassette of claim 48, wherein said expression cassette is contained in a 
viral vector. 

The expression cassette of claim 52, wherein said viral vector is selected from the group 
consisting of a retroviral vector, an adeno viral vecto r, and adeno-associated viral vector, a 
vaccinia viral vector, and a herpesviral vector. ^ e^c^JT^i^ 

^4, The expression cassette of claim 48, wherein said expression cassette further comprises a 
polyadenylation signal. 

A cell comprising an expression cassette comprising a polynucleotide encoding a 
polypeptide having the sequence of SEQ ID N0:2, wherein said polynucleotide is under the 
control of a promoter operable in eukaryotic cells, said promoter being heterologous to said 
polynucleotide. 
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